The aim of this study was to identify Malassezia yeasts in dermatologically diseased dogs and to determine their prevalence.
role in the development of seborrheic, atopic and allergic dermatitis in dogs. Yeasts are known to be more frequently found in areas where there is an ample amount of sebum secretions [6] . These lipophilic yeasts may be isolated from normal ear canals and also healthy skin, but if environmental conditions are suitable, the otitis externa or dermatitis can be created by these pathogens [9] . So far, 16 [3] . Up to now, only M. pachydermatis [1, 4] , M. furfur [10, 11, 13] and M. obtusa in participation with M. furfur [10] The aim of this study was to identify Malassezia yeasts in dermatologically diseased dogs and to determine their prevalence.
MATERIALS AND METHODS
The survey was carried out on 300 dogs with skin lesions, were used for digestion of the PCR products at 37 °C for 3 h [16] in the amount of 10 U. Restriction fragments were analyzed in 3 % GelRed stained agarose gel at 120 V for 2 h and were visualized by UV light. Lengths of the amplified DNA fragments were verified using Thermo Scientific Some authors described a predisposition of Malassezia infection to be dependent upon the age of dogs [8, 21]. We did not find a difference between the occurrence of Malassezia spp. and the age of the diseased dogs, which was similar to the results of P l a n t et al. [26] and N o b r e et al. [24] .
CONCLUSIONS
In conclusion, all isolated Malassezia species in our study were identified both phenotypically and genotypically as M. pachydermatis, except for four isolates that were identified as M. furfur and one isolate, which was identified as M. nana. No other species of Malassezia was found.
The highest prevalence of Malassezia was detected in dogs with otitis externa. Our study confirmed that Malassezia remains the most prevalent yeast found in the dog and that the occurrence of other species is infrequent.
